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Sociedade Brasileira de Infectologia. This is an open access
easles infection is caused by a single-stranded, negative-
trand RNA respiratory virus of the family Paramyxoviridae and
enus Morbillivirus. Measles virus is a highly contagious acute
ebrile disease associated with a characteristic erythematous,

aculopapular rash.1 Considered one of the most communi-
able illnesses, measles is transmitted by airborne droplets or
ia direct contact with secretions from the nose, mouth, and
hroat of infected individuals. Measles was a leading global
ause of child morbidity and mortality and responsible for
ore than 2 million deaths annually before the increase in

lobal measles vaccine coverage in the 1980s. Outbreaks can
ccur in populations where fewer than 10% of people are not

mmune to the measles virus.
Measles was declared eliminated from the Americas in

016, following the declaration of rubella and congenital
ubella syndrome elimination in 2015. During 2017 and 2018,
here have been many countries in the Americas Region
eporting confirmed cases of measles including Antigua and
arbuda, Brazil, Canada, Guatemala, Mexico, Peru, United
tates, Venezuela and Argentina.2 Venezuela’s ongoing health
risis accounted for the majority of reported cases. In Brazil,
here is an ongoing measles outbreak. From January to Novem-
er 2018, there were 2,801 confirmed measles cases in Brazil.
he vast majority of cases were reported in Amazonas (2,357
ases) and Roraima (345 cases) States in northern Brazil.3

ndigenous populations living close to the Venezuelan borders
re particularly vulnerable to measles outbreaks. There were
7 confirmed cases among indigenous Yanomami and Ye’kuna
ommunities in Roraima and Amazonas states, according to
an American Health Organization. The outbreak is linked
o genotype D8 importation from Venezuela, which is the
ame one that circulates in the Venezuela outbreak of measles
ince 2017. Measles have entered the country with Venezuelan
igrants, but it was the low number of vaccinated Brazil-
ans that helped the disease spread. Some isolated cases and
elated to the importation from Venezuela were identified in
he states of São Paulo (3), Rio de Janeiro (19); Rio Grande do Sul
43); Rondônia (2), Pernambuco (4), Pará (23), Federal District
(1) and Sergipe (4). To date, in Brazil, 12 measles deaths have
been confirmed, with 6 deaths in the state of Roraima, 6 in
Amazonas and two in Pará State.2 Vaccination strategies and
other actions are being implemented to control the outbreak
by local and federal authorities. According to the Ministry of
Health of Brazil, all states with confirmed cases of measles
reached the minimum target of 95% of vaccine coverage, with
the exception of the Federal District.

Immunization has proven to be one of public health’s
most cost-effective interventions. Measles surveillance and
increase global coverage with two doses of measles vaccine
through substantial and sustained additional investments in
health systems are urgent efforts to achieve the regional elim-
ination goals. Additional evaluation of the cost of two-dose
schedules and its serological can provide valuable information
for eventual global eradication.
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